Supplementary
. Pathway analysis (WebGestalt) within the 485 significantly regulated genes between WT and AGAT -/mice in heart tissue. The top ten pathways are shown, and the involved genes are listed in the bars. The direction of regulation is indicated by up and down arrows, respectively. P value ≤ 0.05. Supplementary Table S2 . Network analysis (Network 1) within differentially expressed genes between WT and AGAT -/mice. The influence of creatine and HA is indicated by the comparison of WT and AGAT -/-HA/Cr. False-Discovery-Rate ≤ 0.05. Abbreviations: FC, fold change; NS, not significant.
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